) 4

CERI
S &S FORALNHRBERSF

RX

—AREARIE AMEFYD E MM TS
s B1E




REFHETEHFHOER

(%) -_
90

—o— 15 &dn

o | —e EEG

78.07 78.64 79.19

75 T

70.33
69.47

80 |
.——————-—-"""“'##-’———_-——-—;954

70 b BQ'W

2001 2004 2007

90

895

80

75

70

65

2010 (4F)

\ 4

(4F)

e
| k____‘__———-‘f— e .
54,93 8559 8599 8639
B 73.36 73.62
pes 0 e

2001 2004 2007 2010 (%)

BEEFOBUIEFEHFHDHBULYBNS

BN ERFGEEEFBHNIHREMMSIBRSFGICETHFETFALLTERFAEOE A RICEIHHR

FHEGEIEEFHEESEDR]

() BREFITHIBOGVMMAT RESS ). 0ROFEARGHFEHFHITHD.

©2021 CERI, Japan

2



FhéERR

Health care expenditures in Japan NHI and
Latter-Stage Elderly Healthcare by Age (MHLW, 2012)
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Figure 1. Schematic diagram of the shotgun approach to MS proteomics.

identified: 1484 proteins
(assigned; 5540 peptides)

Large-scale analysis of the yeast proteome
by multidimensional protein
identification technology

Michael P. Washburn't, Dirk Wolters'f, and John R.Yates III'2*

Nature Biotechnology
2001,19, 242 - 247
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41,319 peptides 53,657 peptides

J Chromatogr A. 2012,1228, 292-297.
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Data Source: Proteins : Abundances
Distance Function: Euclidean
Linkage Method: Complete

Scaling: Scale Before Clustering
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Discovery proteomics in aging human skeletal muscle finds change in
spliceosome, immunity, proteostasis and mitochondria

Ceereena Ubaida-Mohien!,Richard D Semba?,
1:National Institute on Aging, National Institutes of Health, Baltimore, United States
2:Johns Hopkins Medical Institute, Baltimore,United States
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22 Male Caucasian

l | 25 Male Asian
31 Female Asian

31 Male African American

22’\’87}%—235(“0)'1@}:%78: t |\58% 42 Female Caucasian
@ﬁﬁml:l:ld)g \/} fgg%jmj_— 42  Male African American
7 = VAN 52 Female African American
j_Aﬁ¢$ﬁTtt$X 52 Female Caucasian
67 Female Caucasian
e —_ . 67 Male African American
ﬁf’g E‘M'p‘:j/\) |/7£ 73 Female Caucasian
(TMT 6p|eX 125et) 73 Male Caucasian
86 Male Caucasian
87 Male Caucasian

Ubaida-Mohien et al. eLife 2019;8:e49874. DOI: https://doi.org/10.7554/eLife.49874 ©2021 CERI, Japan
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