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New technologies for artificial organs, bio-sensing and bacterial control: toward various.bioindustry.applications
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Gene silencing not involving gene recombination
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Enabling manipulation of bacerial flora in various industrial fields and environment
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\\‘ SMencmg pacterial gene expression Using single-stranded antisense nucleic acid analogues
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0ssipility for remaving only unwanted specific bacterial species in the environmental bacterial population
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Jsing only nucleic acld analogues that cannot replicate in bacteria, not native DNA/BNA
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£ coli cells were mixed with river water, and the
antisense nucleic acid was added additionally.
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Result (Specific growth inhibition of E. coli in bacterial flora)
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REV: in CDS
1 abc%blogmer 11 CAGATTTGGCC Miﬁf% 2003597 ID=MAGPEODM._ 01928:abcD:Gluos
- e transporter 2002110 2003606

. . REV: in CDS
optimal antisense p apeb limer p, TGAAGTCT MGI6SS 5403606 ID=MAGPEODM 01928:abcD:Gluos

seqguence (Der]) 0012 AT il e transporter 2002110_2003606

A program to find an

abcD 11mer TCGTAATC MG1655
1 0016 1 GAT chr 2003610

abeD 11mer CCGATCGA MG1655
1 o017 M TeT chr 209361l
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Tool for searching for optimal antisense sequence

ARAIFRRLFEKRF - LI ?E_.Iﬁﬁj"%ﬁc‘:d)ﬂ BRRICKDRELICBDTT,

he (== 4T O 2 R SR EPS s AIST

NAKASHIMA Nobutaka Bioproduction Research Institute

(FFZ 5= jl:i%E/)ST—Hokkaido)




